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Note : This paper is of forty (40) marks containing three 

(03) Sections A, B and C. Learners are required to 

attempt the questions contained in these Sections 

according to the detailed instructions given therein. 

uksV % ;g iz’u i= pkyhl ¼40½ vadksa dk gS tks rhu ¼03½ 

[k.Mksa ^d*] ^[k* rFkk ^x* esa foHkkftr gSA f’k{kkfFkZ;ksa dks 

bu [k.Mksa esa fn, x, foLr`r funsZ’kksa ds vuqlkj gh iz’uksa 

ds mŸkj nsus gSaA 

Section–A / [k.M&d 

(Long Answer Type Questions) / ¼nh?kZ mŸkjh; iz’u½ 

Note : Section „A‟ contains four (04) long answer type 

questions of nine and half (9
1

2
) marks each. 

Learners are required to answer two (02) questions 

only. 
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uksV % [k.M ^d* esa pkj ¼04½ nh?kZ mŸkjh; iz’u fn;s x;s gSaA 

izR;sd iz’u ds fy, lk<+s ukS (9
1

2
) vad fu/kkZfjr gSaA 

f’k{kkfFkZ;ksa dks buesa ls dsoy nks ¼02½ iz’uksa ds mŸkj nsus 

gSaA 

1. What is Internet ? How is it useful for research in Life 

Science ? 

bUVjusV D;k gS \ ;g thou foKku esa ‘kks/k ds fy, dSls 

ykHkizn gS \ 

2. Define BLAST and FASTA. How does their 

bioinformatics analysis help in phylogenetic analysis ?  

BLAST vkSj FASTA dh O;k[;k dhft,A ;s nksuksa 

ck;ksbUQkseZsfVd fo’ys”k.k Qk;ykstssusfVd fo’ys”k.k esa dSls 

enn djrh gSa \ 

3. Define biodiversity and role of IPR for biodiversity 

conservation. 

tSofofo/krk ,oa vkbZ- ih- vkj- ¼ckSf)d lEink vf/kdkj½ dh 

tSofofo/krk laj{k.k esa mi;ksfxrk dh O;k[;k dhft,A 

4. What is bioinformatics ? How does it make research 

easy in Life Sciences ? Explain the concept of dry and 

wet lab. 

ck;ksbUQksesZsfVDl D;k gS \ bldh lgk;rk ls izkf.kfoKku esa 

‘kks/k dSls vklku gks ldrk gS \ MªkbZ ySc ,oa oSV ySc dks 

le>kb,A 
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Section–B / [k.M&[k 

(Short Answer Type Questions) / ¼y?kq mŸkjh; iz’u½ 

Note : Section „B‟ contains eight (08) short answer type 

questions of four (04) marks each. Learners are 

required to answer four (04) questions only.  

uksV % [k.M ^[k* esa vkB ¼08½ y?kq mŸkjh; iz’u fn;s x;s gaSA 

izR;sd iz’u ds fy, pkj ¼04½ vad fu/kkZfjr gSaA 

f’k{kkfFkZ;ksa dks buesa ls dsoy pkj ¼04½ iz’uksa ds mŸkj nsus 

gSaA 

1. What is Search Engine ? 

lpZ batu D;k gS \ 

2. What is web browser ? Define. 

osc czkmtj D;k gS \ le>kb,A 

3. Write a short note on Human Genome Project. 

ekuo thukse ifj;kstuk ij ,d laf{kIr fVIi.kh fyf[k,A 

4. Define biodiversity. 

tSofofo/krk dks le>kb,A 

5. What is IPR (Intellectual Property Right) ? 

vkbZ- ih- vkj- D;k gS \ 

6. Define sequence analysis and its uses. 

vuqØe fo’ys”k.k vkSj mlds mi;ksxksa dks le>kb,A 

7. Describe the uses of bioinformatics. 

ck;ksbUQksesZfVDl ds mi;ksxksas ds ckjs esa fyf[k,A 

8. What is molecular modeling ? 

vkf.od tkfro`Ÿkh;rk D;k gS \ 
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Section–C / [k.M&x 

(Objective Type Questions) / ¼oLrqfu”B iz’u½ 

Note : Section „C‟ contains ten (10) objective type 

questions of half  1

2
 mark each. All the questions 

of this Section are compulsory. 

uksV % [k.M ^x* esa nl ¼10½ oLrqfu”B iz’u fn;s x;s gSaA izR;sd 

iz’u ds fy, vk/kk  1

2
vad fu/kkZfjr gSA bl [k.M ds 

lHkh iz’u vfuok;Z gSaA 

Indicate whether the following statements are True or False : 

bafxr dhft, fd fuEufyf[kr dFku lR; gSa ;k vlR; % 

1. BLAST is a sequence alignment tool. (True/False) 

BLAST lhDosal ,ykbuesaV rduhd gSA ¼lR;@vlR;½ 

2. EMBL is protein sequence database. (True/False) 

EMBL izksVhu lhDosal MkVkcsl gSA  ¼lR;@vlR;½ 

3. GenBank the nucleic acid sequence database is 

maintained by NCBI. (True/False) 

„GenBank‟ ¼tks ,d U;wfDyd ,flM dk MkVkcsl gS½ dk 

j[kj[kko NCBI djrk gSA   ¼lR;@vlR;½ 

4. Each record in a database is called entry. (True/False) 

MkVkcsl ds gj fjdkWMZ dks ,.Vªh dgrs gSaA ¼lR;@vlR;½ 

5. Full form of HTML is hyper text mark up langauge. 

(True/False) 

HTML dk iw.kZ vFkZ gS gkbij VsDLV ekdZ vi ySaXostA 

    ¼lR;@vlR;½ 
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6. Search engine is a hardware component. (True/False) 

lpZ batu gkMZos;j dk ;kSfxd gSA  ¼lR;@vlR;½ 

7. FASTA is input sequence format in BLAST.  

     (True/False) 

FASTA, BLAST dk buiqV lhDosal QWkjesV gSA 

    ¼lR;@vlR;½ 

8. Swiss-Prot is maintained by SIB. (True/False)  

Swiss-Prot dk j[kj[kko SIB ds }kjk gksrk gSA 

    ¼lR;@vlR;½ 

9. EST stands for Expressed Symbol Tag. (True/False) 

EST dk iw.kZ vFkZ gS Expressed Symbol Tag.  

    ¼lR;@vlR;½ 

10. COPIA is used for identification of motifs. (True/False) 

COPIA dk iz;ksx eksfVQ dh igpku ds fy, fd;k tkrk 

gSA     ¼lR;@vlR;½ 
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