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Note : This paper is of forty (40) marks containing three
(03) Sections A, B and C. Learners are required to
attempt the questions contained in these Sections
according to the detailed instructions given therein.
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Section-A / Yls—d
(Long Answer Type Questions) / (€78 IT<1I T2

Note : Section ‘A’ contains four (04) long answer type
questions of nine and half (9%) marks each.

Learners are required to answer two (02) questions
only.

A-64P.T.O.



[2] S-640
e @ug ‘P’ H AR (04) dF SNY WA A W E
W W B fo W Al (95) 3F FEiRd €
el &1 379 | dadt ar (02) Ul & SR o
gl
1. What is Internet ? How is it useful for research in Life
Science ?

e |18 7 I8 ofiad o & 9w & forv o
AMYE 8 7

2. Define BLAST and FASTA. How does their
bioinformatics analysis help in phylogenetic analysis ?

BLAST 3R FASTA & @Rl $Ifw| I ML
JAISHECH AT BIlloHed favewor § &9
ST Bl & 7

3. Define biodiversity and role of IPR for biodiversity
conservation.

Stafafqerar vd s, 0. R, (@ifgd Iwer sfeR) @
SIIfAfqErdT TREOT | SR B ARAT DI |

4. What is bioinformatics ? How does it make research
easy in Life Sciences ? Explain the concept of dry and
wet lab.

TRASHECH /T 2 ? 596! Jeraar 9 st A
Y DY I B bl § 2 §le ofd UG I ofF Bl
THEEY |
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Section-B / Yis—4

(Short Answer Type Questions) / (T ITRIT U%)

Note : Section ‘B’ contains eight (08) short answer type
questions of four (04) marks each. Learners are
required to answer four (04) questions only.

dlc . @ue @ H A8 (08) @Y STRIE W A W 2
TG Y B fov IR (04) 3@ fiRd £
eI @ $H W dadl IR (04) Tl & IR <
g |

1. What is Search Engine ?

T go W& ?
2. What is web browser ? Define.
99 SISOR FT § ? FHSISY |

3. Write a short note on Human Genome Project.

g i aRAST R U Gfer feaof forfgu |

4. Define biodiversity.

SIIfAfqErdT Bl THegy |

5. What is IPR (Intellectual Property Right) ?
g df AR, ®ATE ?

6. Define sequence analysis and its uses.

3hH fATelo 3R IS SYANT $I FHSNSY |
7. Describe the uses of bioinformatics.
IRITPHCHT & SN & R H forRau |
8. What is molecular modeling ?
afdae STfigediadr @ g ?
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Section—-C / Gue—T[
(Objective Type Questions) / (A& T)

Note : Section ‘C’ contains ten (10) objective type

questions of half () mark each. All the questions
of this Section are compulsory.

g T ¥ 79 (10) TS W [ W 2| IS
y S forg omen (L) oid fEiRa 51 g9 wvs @
T e e €|

Indicate whether the following statements are True or False :

T Iy fo f=forRad wom 9 & a1 3

1.

BLAST is a sequence alignment tool. (True/False)
BLAST WIad¥ Ualls-He do-id &1 (I /3RicY)

EMBL is protein sequence database. (True/False)
EMBL U¢H i Seed 2 | (T / 1)
GenBank the nucleic acid sequence database is
maintained by NCBI. (True/False)
‘GenBank’ (W1 Ud =Ifdei URIE @1 SICoM &) &
TGRETG NCBI vl £ | (A / 3rc)

Each record in a database is called entry. (True/False)

SICeN & & Rdfe B U] dad &1 (T /31Tcd)

Full form of HTML is hyper text mark up langauge.
(True/False)
HTML &1 907 372f & SIS Cave Hd 31U ofiao |

(g / ererca)
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6. Search engine is a hardware component. (True/False)
TE goI BTedR I UMD 2| (A / 3rc)
7. FASTA is input sequence format in BLAST.
(True/False)
FASTA, BLAST @ $Yc ¥ HRHC ¢ |
(Fg / 31c)
8. Swiss-Prot is maintained by SIB. (True/False)
Swiss-Prot T Y&REE SIB & R &Il € |
(W / 31c)
9. EST stands for Expressed Symbol Tag.  (True/False)
EST @I CLUT aef B Expressed Symbol Tag.
GRVAHR)
10. COPIA is used for identification of motifs.(True/False)
COPIA & YIRT AICH & UgaM & fog b S
2 (acg / 3rc)
S-640 30

A-64






